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Fruit-specific gene expression of ZmBK”L3 in tomato and its function
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Abstract ;. Fruit-specific overexpression vector of maize BKZL3 was constructed to investigate the effect
of gene engineering on fruit firmness and shelf life . The full-length ¢cDNA sequence of maize Zm-
BK2L3 gene was amplified by reverse transcription polymerase chain reaction (RT-PCR) and pBI121-
BKZL3 overexpression construction driven by a fruit-specific promoter TFM7 was made to generate
Agrobacerium mediated tomato transformants . In view of the transgenic tomatoes and the wild type
tomatoes , the BKZL3 expression in the fruit was analyzed , the pericarp cell wall structure of fruit at
green ripe stage was observed , and the firmness , cellulose content and shelf life of fruit at red ripe
stage were determined . The result of molecular analysis demonstrated a significant increase of BK2L3
expression in the transgenic tomatoes . The positive transgenic tomatoes displayed enhanced pericarp
thickness . The firmness , cellulose content and shelf life of the transgenic red ripe fruits were higher
than those of the wild type species . These results demonstrated that fruit-specific overexpression of
maize BKZL3 in tomato could improve fruit quality in terms of cell wall metabolism and shelf life .
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